. Molecular structure and numbering scheme of (3f); the thermal ellipsoids are drawn at the 50% probability level. Hydrogen atoms are omitted for clarity. Selected bond lengths [Å] and angles [°] . were collected in a series of ω scans in 1° oscillations and integrated using the Stoe X-AREA software package. 1 Numerical absorption correction was applied using X-Red32 software. The structure was solved by direct methods and subsequent difference Fourier maps and then refined on F 2 to final R1 = 0.0497 and wR2 (all data) = 0.0866 by a full-matrix least-squares procedure using anisotropic displacement parameters. Atomic factors are from the International Tables for X-ray Crystallography. All non-hydrogen atoms were refined with anisotropic displacement parameters. Hydrogen atoms were placed in ideal positions and refined as riding atoms with relative isotropic displacement parameters. All refinements were performed using the X-STEP32, 5-(benzylcarbamoyl)-3-(2-chlorophenyl)-1-phenyl-1H-pyrazole-4- 
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